Mitochondrial DNA from wild-type Saccharomyces cerevisiae and from an "extreme" petite mutant were analyzed by hybridization of several tRNAs on DNA fragments of different buoyant den sity, obtained by sonication and fractionation on a CsCl gradient. The hybridization patterns show that the genes for tRNA s e r , tRNA p h e , tRNA h i s , tRNA v a l ,tRNA i l e u are present on wild-type mitochondrial DNA, while only genes for tRNA s e r and tRNAhis a r e present on petite mitochondrial DNA; moreover the hybridization patterns indicate that these genes are not clustered and suggest that more than one gene might exist for tRNA s e r and tRNAhis•
INTRODUCTION
The existence on mtDNA of several genes coding for tRNAs has been demonstred in rat liver (l), in HeLa cells (2) , in Xenopus laevis (3) and in Saccharomyces cerevisiae (4-9). So far as S. cerevisiae is concerned, hybridization with w.t. mtDNA has been demonstrated by now for fourteen different aminoacyl-tRNAs, while several petite strains differ gratly in the capacity of their mtDNA to anneal with different tRNAs (5, 8 ) .
In a previous work (7) we have demonstrated that mtDNA from an "extreme" petite mutant (3.6? G+C) still contains the information for tRNA : this result indicates that guanine and cytoser sine residues should be concentrated in one or more informational regions of this DNA, thus confirming previous results on the intramolecular heterogeneity of w.t. and petite mtDNA (10, 11) . This heterogeneity has been now fully demonstrated by Prunell and Bernardi (12) .
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The possibility of fractionating fragments having different buoyant density provides an opportunity of localizing genes for tRNA in various (heavy or light) regions of mtDNA.
In this work we report some data on the tRNA genes present in heavy and light fractions of w.t. and petite mtDNA.
MATERIALS AND METHODS
Two diploid strains of Saccharomyces cerevisiae were used: strain 42 (DM) 0 and strain 41 (DM ) p~, whose characteristics have been previously described (13) • These strains were grown as previously reported (10) . Hybridization between H seryl-and H phenylalanyl-tRNA and the same sonicated and fractionated w.t. mtDNA preparation is reported in fig. 2 (a, b) which shows that seryl-tRNA hybridizes preferentially on the heavy fragments, whereas phenylalanyltRNA hybridizes preferentially on the light ones. It is interesting to note that hybridization on the light and heavy fractions where the absorbance is very low, implies hybridization levels at least 100 times higher than those obtained in the region of the peak. Fig. 2 (c, d) shows the hybridization pattern of histidyland isoleucyl-tRNA on fractionated w.t. mt DNA; fig. 2 (e, f) shows the hybridization patterns of phenylalanyl-and valyl-tRNA fig. 2 (a,b and e,f). Fig. 2 (a,b) shows that genes for tRNA are localized on DNA fragments different from those containing genes for tRNA . ; the same conclusion can be drawn from fig. 2 (e,f) phe as far as the genes for tRNA . and tRNA , are concerned. In gmentation of DNA, the hybridization peak of tRNA is found in pne the heavy region ( fig. 2 e ) , while tRNA still hybridizes on lighter fractions ( fig. 2 f ) . In conclusion genes for tRNA , phe tRNA , and tRNA are found on different mtDNA fragments and val ser should therefore be not clustered on the intact DNA molecule. 
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